. Immunohistochemical analysis of Cre-dependent tdTomato expression in DRG from NaV1.8 Cre/ and NaV1.8 Cre/Cre null mice. A. Example confocal images of fixed DRG slices from NaV1.8 Cre/ (left) and NaV1.8 Cre/Cre null (right) mice expressing a Cre-dependent red fluorescent reporter (tdTomato). Anti-NeuN was used to mark all DRG neurons (green). Scale bar = 100 m. B. Number of tdTomato-expressing neurons as a proportion of all DRG neurons, in both NaV1.8 Cre/ and NaV1.8 Cre/Cre null mice.
. GCaMP responses from cold-sensitive NaV1.8 Cre/ and NaV1.8 Cre/Cre null DRG neurons, in vivo, following repeated 1 o C stimulation. A. Average (± S.E.M.) change in normalised GCaMP3 fluorescence in response to repeated 1 o C stimulation from 32 o C baseline in NaV1.8 Cre/ (black; n=23) and NaV1.8 Cre/Cre (red; n=20) DRG neurons. Blue arrowheads and dotted lines denote time of stimulus application. B. Average change between basal and peak fluorescence for each stimulation attempt. No significant statistical difference was observed in maximal fluorescence following repeated stimulation (repeated measures one-way ANOVA). Supplementary dataset 1. Summary of all data obtained from the microarray analysis presented in figure 6. Averaged expression (log2) of genes from NaV1.8-negative cold sensitive neurons (GCaMP3; green) and all NaV1.8-positive DRG neurons (Tomato; red) following FACS, is shown (n=3). The respective fold change in gene expression between sorted neuronal populations is also shown (blue). Significance was determined at P<0.05 (yellow).
